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SHXE Human tau 23; hTau23
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Genotyping Strategy

Genotyping Primer H& 3 ZAn}

Primer NSE-5 5'-CTG AGT CTG CAG TCC TCG A-3'
Sequence | hTau-4 5'-CGA TCC CCT GAT TTT GGA G-3'
388@2: L L L e—a65 bp

Genotyping Protocol

Td= sk &
Sterile water - 16| e
Genomic DNA 50~100 | ng/ue 2| ue
PCR 2t3Y =X|
Forward primer 10 pM 1] pe
Reverse primer 10 pM 1| p@
PCR Premix 2 x 20 | ue
chy e A2t
Pre-denaturation 95 °C 5 min sec
Denaturation 95 °C 30 sec
Annealing 62 °C 30 sec
PCR 3 =4
Elongation 72 °C 1 min sec
cycle 30 cycle
Post-elongation 72 °C 7 min sec
hold 4 °C




WT - bp

of¥
i
s
Mo
I
N

TG 465 bp

O PCR product= 1% agarose gelOflA] &

O P8 =40 ZL3t dNTP, PCR buffer, Tag polymeraset
£0| Al PCR Premix2 COiAMISIH AtEY =+ JUZF. & Zito
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HAMSE 9 HAHMH Breeding Scheme)
- HASH : 6~9 Of2)
- HAIEEH - hemizygote x wild type
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